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Genetic diversity of strains of Acidovorax oryzae causal agent of brown
stripe of rice in Mazandaran province
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Table 1. Nucleotide sequence of the primers used for assessment of genetic diversity of Acidovorax oryzae
isolates the causal agents of brown stripe of rice in ERIC & BOX-PCR (Schaad et al, 2001)
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ERICIR 'ATGTAAGCTCCTGGGGATTCAC-3 -'o
ERIC2 'AAGTAAACTGGGGTGAGCG-3-'0
BOXAIR 'CTACGGCAAGGCGACGCTGACG-3-'0
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Fig 1. Water-soaked (a) and necrotic stripe (b) produced on corn leaves 4 and 8 days following inoculation,
respectively, with a representative isolate of Acidovorax oryzae .
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Fig 2. Dendrogram of protein profile of Acidovorax oryzae (Ao) from rice seedlings in nurseries of the suburb of
Sari in 10% polyacrylamide gel. Cluster analysis was performed by using the jacard similarity coefficient and
the UPGMA algorithm. The numbers: Ao isolaes from Mazandaran. S254: standard isolate Ao (ICMP 254). S:
standard isolate Ao( ICMP 11902). 7500: standard isolate Ac ICMP 7500).
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Fig 3 . Genomic fingerprints of Acidovorax oryzae (Ao) strains leaves seedling of rice from nurseries in the
suburb of Sari. isolates generated from ERIC-PCR with ERICIR and ERIC2 primers in 1.2% agarose gel. 54,
64, 2, 11, 16, 22, 40, 70, 72, 74, 87, 90 : Ao isolaes from Mazandaran. 254: standard isolate Ao (ICMP 254). S:
standard isolate Ao ( ICMP 11902). 7500: standard isolate Ac (ICMP 7500). La: Marker (1kbp ladder,

Fermentas).
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Fig 4 .Dendrogram of fingerprint pattern of Acidovorax isolates in ERIC-PCR. 15, 54, 19, 11, 50, 62, 57, 52, 66,
60,64, 56, 63, 16, 22, 34, 12, 44, 28, 87, 90, 83, 2, 40, 72, 79, 84, 49, 74, 70, 80, 77: Acidovorax oryzae (Ao) from
Sari nurseries. Aaa: standard isolate Ao (ICMP 254). S: standard isolate Ao ( ICMP 11902). Aac= standard
isolate Ac (ICMP 7500). Cluster analysis was performed by using the jacard similarity coefficient and the

UPGMA algorithm.
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Fig 5. Genomic fingerprints of Acidovorax oryzae (Ao) isolates from rice seedlings of rice nurseries in Sari,
Mazandaran. isolates generated from BOX-PCR with BOX A1R primer in 1.2% agarose gel. 15, 22, 34, 40, 50,

52, 63, 2, 56, 66, 74M 84, 72, 70, 80, 90 local isolates: Ao isolaes from Mazandaran. 254: standard isolate Ao
(ICMP 254). S: standard isolate Ao ( ICMP 11902). 7500: standard isolate Ac (ICMP 7500). La: Marker (1kbp

ladder, Fermentas).
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Fig 6. Dendrogram of fingerprint pattern of isolates in BOX-PCR. The numbers 15, 19, 54, 22, 50, 44, 49, 63, 60,
12, 64, 62, 28, 56, 57, 2, 83, 74, 66, 77, 87, 72, 70, 34, 11, 16, 40, 90, 84, 52, 80,79: Acidovorax oryzae (Ao) from
Mazandaran nurseries. Aaa: standard isolate Ao ICMP 254). S: standard isolate Ao ( ICMP 11902). Aac=
standard isolate Ac (ICMP 7500). Cluster analysis was performed by using the jacard similarity coefficient and
the UPGMA algorithm.
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Fig 7. Dendrogram of fingerprint patterns of isolates in ERIC and BOX-PCR. The numbers 15, 19, 54, 11, 16, 34,
87, 83, 22, 44, 12, 28, 49, 50, 64, 63, 60, 62, 56, 57, 66, 52, 72, 74, 2, 40, 90, 84, 70, 77, 79, 80: Acidovorax oryzae
(Ao) from Mazandaran nurseries. Aaa: standard isolate Ao (ICMP 254). S: standard isolate Ao (ICMP 11902).
Aac= standard isolate Ac ICMP 7500). Cluster analysis was performed by using the jacard similarity coefficient
and the UPGMA algorithm.
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